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Claims: 

1 . A method of constructing a library of phenotypic jyrofiles of nematode 
worms which comprises the steps of: 

(a) providing a worm having a defect in at least one g6ne, 

(b) measuring any changes in identifiable characteristics of said worm compared 
to a worm without said defect, 

(c) systematically scoring a plurality of any' said changed characteristics to 
establish a characteristic phenotypic profile associated with said defect, 

(d) simultaneously or sequentially repeating steps (a) to (c) in respect of each of 
a plurality of worms each of which hasj& different defect, and 

(e) collating the phenotypic profiles so obtained into a library of said profiles. 



2. A method as claimed in claim 1 wherein in step (c) at least three 
changed characteristics are/scored. 

3. A method as claimed in claim 1 or claim 2 wherein in step (c) at least six 
changed characteristics are scored. 



4. A method as/claime^i in an^ preceding claim wherein in step (c) at least 
20 ten characteristics are sopped. 

5. A method ps claimed in\iny pre^pding claim wherein said worm is 
Caenorhabditis elegans. 

25 6. A method as^claimed in any WecediW claim wherein steps (a) to (c) are 

carried out in respect of substantially every geuie in v fflie worm genome. 



30 



7. A method as claimed in any preceding claim which includes the step of 
manipulating said worm to generate said defect inlaid at least one gene. 

8. A method as claimed in any precedinAclaim wherein said defect is 
selected from the absence of expression of said gene, me reduction in expression of said 



20 
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gene, the over-expression of said gene, the expression of a functionally defective 
protein, the expression of a truncated protein, the misexpression of a protein, the 
ectopic misexpression of a protein, the expression of a protein of altered stability or the 
alteration of gene expression as a function of time. 
5 \ 

9. A method as claimed in claim 7 or 8 wherein said manipulation is 
carried out on wild-typAC elegans or a selected mutant thereof. 

10. A method as claimed in claim 9 wherein said selected mutant harbours 
10 multiple mutations. 

11. A method as claimed in claim 7 or 8 wherein said manipulation is 
carried out on C. elegans carrying a reporter gene. 

15 12. A method as claimed in clkyn 1 1 wherein said reporter gene is LacZ or 

green fluorescent protein (GFP). 

13. A methoqj^s-el^inied imany one\of claims 7 to 12 wherein said 
manipulation is carried out on a transgenic C ehgans. 



14. A method as\claimed in claiip 13\^herein said transgenic C. elegans 
expresses a human gene. 



15. A method as claimed in claim 14 wherein said human gene is a known drug 



25 target. 



16. A method as claimed in claim 14 or ojaim 15 wherein said human gene 
is one associated with a human disease. 



30 17. A method as claimed in claim 14 or 15 ^herein said human gene is a 

candidate human disease gene. 

18. A method as claimed in any of claims 7 to\l 7 wherein said manipulation 
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is carried out on onlyla sub-set of C. elegans cells. 

19. A method as claimed in any preceding claim wherein changed 
characteristics in said worm carrying said defect compared to a worm that does not 
carry said defect are identified by light microscopy, differential interference contrast 
optics, fluorescence microscopy, immunochemical detection or 

spectrophotometry detection, radiation detection, calorimetric detection, fluorescence 
detection or luminescence\detection. 



20. A method as\claimed in any preceding claim wherein changed 
characteristics in said worm carrying said defect compared to a worm that does not 
carry said defect are idem^€^bjT^H change or a change in electrical potential. 



21. Amepifcd 



changed characteristics^ 
profile. 



as claimed in ahy preceding claim wherein said plurality of 
scored in a predetermined order to generate said phenotypic 



22. A method as claimed in any preceding claim wherein the scoring of said 
plurality of changed charabtferisticsus repeatecftat predetermined intervals of time. 

23. A method as claimed \n any preceding claim wherein said phenotypic 
profiles are stored electronically. 

24. A method as claimed inWiy preceding claim wherein at least one of said 
plurality of characteristics is selected from the list shown in Table 1 . 



25. A method as claimed in any one of the preceding claims wherein step (b) 
comprises measuring changes in two or mare characteristics selected from the group 
consisting of: viability, life cycle, body shape, movement behaviour, 
mechanotransduction, pharynx pumping, defecation and fertility. 



26. A method of consfarating a library of phenotypic profiles of nematode 
worms which comprises the step^ofr 
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(a) exposing a worm to a compound, 

(b) measuring any changes in identifiable characteristics of said worm as a 
result of exposure to said compound, / 

(c) systematically scoring a plurality of any said changed characteristics to 
establish a phenotypic profile associated wfth said compound, 

(d) simultaneously or sequentiajly repeating steps (a) to (c) in respect of each of 
a plurality of different compounds apfa 

(e) collating the phenotypic profiles so obtained into a library of said profiles. 

27. A method as claimed in claim 26 wherein in step (c) at least three 
changed characteristics arer scored^ 



28. A method as claimed in claim 27 wherein in step (c) at last six changed 
characteristics are/cored. 

29. / A method as claimed in claim 28 wherein in step(c) at least ten changed 
characteristics are scored. 

30. A method as claimed in any one of claims 26 to 29 wherein said 
nematode worm is C elegans. \ 

3 1 . A method as claimed in any one of claims 26 to 30 wherein each of said 
plurality of different compounds has a knoW^KarmaCological activity. 

32. . A method as claimed in any oneSof claims 26 V) 30 wherein each of said 
plurality of different compounds is oner vhich is Known to interact with a particular 
biochemical pathway. A V 

33. A method as claimed in any one of clakns 26 to 30 wherein each of said 
plurality of different compounds has no known pharmacological activity or biochemical 
interaction. \ \ V 




34. 



A method as claimed in any one of claims 26 



30 wherein each of said 
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plurality of different compounds is from a combinatorial library. 



35. Aynethod as claimed in any one of claims 26 to 34 wherein said worm 
to which said compound is exposed is wild-type C. elegans or a selected mutant 
thereof. 

36. A method as claimed in claim 35 wherein said selected mutant harbours 
multiple mutations. 

37. A method\as claimed in any one of claims 26 to 34 wherein said worm 
to which said compound is exposed is C. elegans carrying a reporter gene. 

38. A method asj^aimed in claim 37 wherein said reporter gene is LacZ or 

GFP. 

39. A ihitthod as claimed in ai\ one of claims 26 to 38 wherein said worm 
to which said compound is exposed is ajnyxsgenic C elegans. 

40. AnfietJMd as claimed\n claim 3^ wherein said transgenic C elegans 
expresses a human gerie 

41. A method &s claimed in c\aim 40 A^erein said human gene is a known 
drug target. 

42. A method as claimed in clair^ 40 wherein said human gene is one 
associated with a human disease. 

43. A method as claimed in claim A\ wherein said human gene is a 
candidate disease gene. 



44. A method as claimed in any one oflclaims 30 to 43 wherein said worm is 
exposed to said compound by feeding the worm onYbacteria which have been exposed 
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to said compound. 



45. A method as claimed in claim 44 wherein said bacteria are E. coli, 

46. A method as claimed in any one of claims 26 to 45 wherein said 
compound is linked to another compound of carrier substance. 

47. A method a\ claimed in anyone of claims 26 to 46 wherein any changed 
characteristics in said wormVesulting from exposure to said compound are identified by 
light microscopy, differentialVnterference contrast optics, fluorescence microscopy, 
immunochemical detection, spectrophotometric detection, radiation detection, 
colorimetric detection, fluorescence detection or luminescence detection. 

48. A method as clamieu in any otoe of claims 26 to 47 wherein any changed 
characteristics in said worm} resulting from saic^ compound are identified by a pH 
change or a change in electr^qal potential. 

49. A method a^jj^ified in any one oAclaims 26 to 48 wherein said 
plurality of changed characteristics are sopred in a predetermined order to generate said 
profile. 

50. A method as claimed in any one of claims 26 to 49 wherein the scoring 
said plurality of changed characteristics is repeated at predetermined time intervals. 



51. A method as claimed in any one ©f claims 26 
to 50 wherein said scoring of changed characteristics is carried out using essentially the 
same scoring protocol as used in a method in accordance with any one of claims 1 to 
25. 



52. A method as claimed in any one of claims 26 
to 5 1 which comprises the further step of storing the said phenotypic profiles 
electronically. \ 
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53. A method as claimed in any one of claims 26 to 52 wherein at least one 
of said plurality of characteristtps*1Fs^teeted from the list shown in Table 1 . 

54. A method as Alaimed in any oke of claims 26 to 53 wherein step (b) 
comprises measuring chanjejjnj^^^^^^^^aracteristics selected from the group 
consisting of: viability, life cy^^^dj^shape, movement behaviour, 
mechanotransduction, pharynx jDumpina defecation and fertility. 

55. A method of constructing a library of 

phenotypic profiles of nematode worms whiclycomprises the steps of: 

(a) exposing a worm to an environmental change, 

(b) measuring any changes in identifiable characteristics as a result of said 
environmental change, 

(c) systematically scoring aiflurality of any said changed characteristics to 
establish a characteristic phenotypic profile associated with said change, 

(d) simultaneously or sequentially repeating steps (a) to (c) for each of a 
plurality of different environmental ojjknges and (e) collating the phenotypic profiles so 
obtained into a library of said profiled: 

56. A nafethod as claimed in claim 55 wherein in step (c) at least three 
changed characteristics are scored. 

57. A method as claimed in clain\56 wherein in step (c) at least six changed 
characteristics are scored. 

58. A method as claimed in cl^im 5 \ wherein \n step (c) at least ten changed 
characteristics are scored. 

59. A method as claimed in anyVfof claims 55 top 8 wherein said 
environmental change is a change in the pH to which the^prm is exposed and in step 
(d) each of the plurality of environmental changes Comprises a different pH. 



60. A method as claimed in any one of claims 55 to 58 wherein said 
environmental change is a change in the osmolality to which the worm is exposed and 
in step (d) each of the plurality of environmental changes comprises a different 
osmolality. 

61 . A method as cla&ned in any one of claims 55 to 58 wherein said 
environmental change is a change in the temperature to which the worm is exposed and 
in step (d) each of the plurality of environmental changes comprises a change in 
temperature. 

62. A method as claimed in any one of claims 55 to 58 wherein said 
environmental change comprises exposure to radiation and in step (d) each of said 
plurality of environmental changes comprises a different level of radiation. 

63. A method as planned inWy one claims 55 to 58 wherein said 
environmental change compidfses exposiVre to a virhs and in step (d) each of said 
plurality of environmental changes comprises exposVre to a different virus. 



64. A method as cla?Ehed in anyone of clairias 55 to 58 wherein said 
environmental change comprises exposure to a bacterium and in step (d) each of said 
plurality of environmental changes comprises exposure to a different bacterium. 



65. 

C, elegans. 



A method as claimed in any ond of claims 55 to 64 wherein said worm is 



66. A method as claimed in any one o\ claims 55 to 65 including a further 
feature as defined in any one of claims 5 to 54. 



67. A method as claimed in any one of claims 55 to 66 wherein said scoring 
of changed characteristics is carried out using essentially the same scoring protocol as 
used in a method in accordance with claims 1 to 54. 

68. A method as claimed in any one of claims 55 to 67 wherein step (b) 
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comprises measuring chaAges in two or more characteristics selected from the group 
consisting of: viability, life cycle, body shape, movement behaviour, 
mechanotransduction, pharynx pumping, defecation and fertility. 

69. A method of constructing a multiple library of phenotypic profiles of 
nematode worms which methofl comprises carrying out all of the methods of claims 1 3 
26 and 55. 

70. A method as clainied in claim 69 wherein step (b) of the method of at 
least one of claims 1, 26 and 55 comprises measuring changes in two or more 
characteristics selected from the grdup consisting of: viability, life cycle, body shape, 
movement behaviour, mechanotransfluction, pharynx pumping, defecation and fertility. 



71. A method of d^ermining the njode of action of a compound which 
method comprises the steins of; 

(a) exposing a nematode worm td said cokipound 

(b) measuring any changes in the \dentifia^le^haracteristics of said worm as a 
result of exposure to said compound, 

(c) systematically scOTingu^^^alit^ of changed characteristics to establish a 
phenotypic profile associatedvwith said compound 

(d) comparing said phqnotypic profilA with a library of reference phenotypic 



profiles wherein said library ofreference pro 
carrying a method in accordance\vith any of c 



es is obtainable by 
ims 1 lb 70. 



72. A method of determining whethei a compound or combination of 
compounds interacts with a particular gene or biophemical pathway which method 
comprises the steps of; 

(a) exposing a nematode worm to said compound or combination of compounds 

(b) measuring any changes in identifiable cnjpracteristics of said worm as a 
result of said exposure, 

(c) systematically scoring a plurality of any changed characteristics to establish 
a phenotypic profile associated with said compound or combination of compounds, and 
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(d) comparing said profile with a library of reference profiles said library of 
reference profiles beings obtainable by carrying out the method of any one of claims 1 to 
70. 

73. A method 6f finding an alternative treatment for a human disease which 
method comprises the stepaof: 

(a) exposing a nematode worm to a candidate compound, 

(b) measuring any changes in the identifiable characteristics of said worm as a 
result of exposure to said compound, 

(c) systematically scoring a plurality of any changed characteristics to establish 
a phenotypic profile for said compound and 

(d) comparing said profile\with a library of reference profiles, said library of 
reference profiles being obtaipabte\by-€atrying out a method in accordance with claim 
31. 



74. A method ofl finding a biochemical pVthway in which a compound 
known to have pharmacological activiw acts^biGh^nSmod comprises the steps of: 

(a) exposing a nen^ode^vectf^ compound, 

(b) measuring any changes in the identifiable ct ^racteristics of said worm as a 
result of exposure to said compound, 

(c) systematically scoriikj a plurality of any changed characteristics to establish 
a phenotypic profile for said compound, anc 

(d) comparing said profile with a library of reference profiles, said library of 
reference profiles being obtainable by carrying out a method in accordance with claim 
32. 



75. A method of finding a potential new medicinal indication for a 
compound of known pharmaceutical activity which method comprises the steps of: 

(a) exposing a nematode worm to the known compound, 

(b) measuring any changes in the identifiable 
characteristics of said worm as a result of exposure to said compound, 

(c) systematically scoring a plurality of any 1 
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changed characteristics to establish a phenotypic 
profile for said compopid and 

(d) comparing said profile with a library of reference profiles, said library of 
reference profiles beina obtainable by carrying out a method in accordance with any 
one of claims 1 to 70. 



76. A method as claimed in claim 75 wherein said library of reference 
profiles is obtainable by cajp-ying out a method in accordance with any one of claims 24 
to 26. 

77. A method of identifying the mechanism of action of any side effects 
associated with a compound of^oiown pharmaceutical activity which method comprises 
the steps of; 

(a) exposing a nematode ^orm to the known compound, 

(b) measuring any change^in the identifiable characteristics of said worm as a 
result of exposure to said compound, 

(c) systematically scoring a pWalit^f any changed characteristics to establish 
a phenotypic profile for said compound and 

(d) comparing said profile with^piifcraFj^r reference profiles, said library of 
reference profiles being obU^^e-by^f 1 ^^ 11 ^ °H t a met hod in accordance with claim 
32 and/or any of claims 1 to 



78. A method of attributing a particular] gene to a particular biochemical 
pathway in C. elegans which method comprises the steps of: 

(a) exposing a nematode worm to a compound known to operate in a particular 
biochemical pathway, 

(b) measuring any changes in the identifiable characteristics of said worm as a 
result of exposure to said compound 

(c) systematically scoring a plurality of a^iy changed characteristics to establish 
a phenotypic profile for said compound, and 

(d) comparing said, profile with a library Af reference phenotypic profiles said 
library of reference profiles being obtainable by carrying out a method in accordance 
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with any one of claims l\to 25. 

79. A method afe claimed in any of claims 71 to 78 wherein said nematode 
worm is selected from wildwpe C. elegans, a mutant C. elegans comprising one or 
more mutations, a C. elegank carrying a reporter gene or a transgenic C elegans. 

80. A method as chimed in claim 79 wherein said transgenic C. elegans 
expresses a human gene. 

81 . A method as claimed in any one of claims 71 to 80 wherein step (b) 
comprises measuring changes in iwo or more characteristics selected from the group 
consisting of: viability, life cycle, body shape, movement behaviour, 
mechanotransduction, pharynx pun\ping, defecation and fertility. 



diemical pathways in a nematode worm 



82. A method for elucida^* 
which method comprises thersteps of A 

generating a^defect in a\ least one ^ene in said worm, 



(a) 
(b) 



measuring any 



changes \n identifiaJ^e-Characteristics of said worm 
compared to a worm without s aiddg: 

(c) systematically^ \€oving a plurality of 
establish a phenotypic profile {for said defect, and 

(d) comparing saia profile wiflh a library 

1 \ I 

said library of references profiles being obtainable by carrying out a method in 
accordance with any one of claims 1 to 25 



i my said changed characteristics to 
of reference phenotypic profiles, 



83. A method as claimed in claim 82 wherein said nematode worm is 
selected from wild-type C. elegans, a mutant C. elegans comprising one or more 
mutations, a C elegans carrying a reporter gsne or a transgenic C elegans. 



84. A method as claimed in claim $2 wherein said defect is selected from 
the absence of expression of said gene, the redUction in expression of said gene, the 
expression of a functionally defective protein, tfte expression of a truncated protein, the 
misexpression of a protein, the ectopic misexpression of a protein, the expression of a 
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protein of altered stability or the Alteration of gene expression as a function of time. 



85. A method as claimd 
three, preferably at least six 
and more preferably at least ten 

86. A method as cL 
features described in any one of c 1 




one of claims 82 to 84 wherein at least 

acteristics are scored. 

claims 82 to 85 which includes the 
to '25. 



87. A method of constructing a library o£riematode worms which method 
comprises the steps of: 

(a) providing a worm having a defect ir/at leastone gene. 

(b) measuring any changes in identifiable characteristics of said worm compared 
to a worm without said defect, 

(c) systematically scoring a plurality of any said changed characteristics to 
establish a characteristic phenotypic profile associated with said defect, 

(d) simultaneously or sequentially repeating steps (a) to (c) in respect of each of 
a plurality of worms, and 



profiles 



(e) producing a library of sajf^^orms each identifiable by their phenotypic 



88. A inethod as claimed in claim 87 wherein said 
phenotypic profiles are collated into a library. 



89. A method as claimed 
features described in any one of clai 




87 and 88 comprising any one of the 
25. 



90. A method of constructing a library of nematode worms which method 
comprises the steps of: 

(a) exposing a worm to a compc 

(b) measuring any changes inadentifiSble characteristics of said worm as a 
result of exposure to said compound, 
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(c) systemically scoring a plurality of any saidphanged characteristics to 
establish a phenotypic profile associated with saM^ompoxand, 

(d) simultaneously or sequentially repeating steps (a) to (c) in respect of each of 
a plurality of different compounds, an^rad^cing a library of said worms each 
identifiable by their phenotypic profiles. - — ^ 



91 . A method as clajil(ed in claim 90 wherein said phenotypic profiles are 
collated into a library. 

92. A metKod as claimed ir^&imlftO or 91 comprising any one of the 
features disclosed in any one of claims^^7\to f|4. 

93. A method of constructing a library of ja/ematode worms which method 
comprises the steps of: 

(a) exposing a worm to an environment^ change, 

(b) measuring any changes in identijirable characteristics as a result of said 
environmental change, 

(c) systematically scoring a nKirality of any said changed characteristics to 
establish a characteristic phenotyffic profile associated with said change, 

(d) simultaneously or sequentially repeating steps (a) to (c) in respect of each of 
a plurality of different environmental changes, and 

(e) producing s^ibrary ofp|id worms each identifiable by their phenotypic 

profile. 



94. /A method as claimed in claim 93 wherein said phenotypic profiles are 
collated inter a library. 



95. A method as claimed^jHxfaimlJ^r claim 94 comprising any one of the 
features disclosed in any 
one of claims 56 to 70. 



96. A method of deten^iping tpe mode 
method comprises the step of: 



>f action of a compound which 



V 
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(a) exposing a nematode worm to said compound, 

(b) measuring any changes in the identifiable characteristics of said worm as a 
result of exposure to said compc und, 

(c) systematically scoring a plurality of any said changed characteristics to 
establish a phenotypic profile associated with said compounds, and 

(d) comparing said phenotypic profile with the library of phenotypic profiles 
obtainable by the method of any one of claims 88, 91 or 94. 



97. A method of determining whether a compound or a combination of 
compounds interacts with a particula\ gene or biochemical pathway which method 
comprises the steps of: 

(a) exposing an nematode worn\ to said compound or combination of 
compounds, 

(b) measuring any changes in>d^5tifiable^h^racteristics of said worm as a 
result of said exposure, 

(c) systematically scoring a plurality of any said changed characteristics to 
establish a phenotypic profile associated wJfh said compounds or combination of 
compounds, and 

(d) comparing said phenotypic profildwitiijji 
wherein said library of referenc^'gjromes is obtainable by the 
claims 88, 91 or 94. 



rence profiles 
method of any one of 



98. A method of finding^n alternativ^ treatmentTor a human disease which 
method comprises the steps of: 

(a) exposing an nematode worm to a candidate compound, 

(b) measuring any changes in the identifiable characteristics of said worm as a 
result of exposure to said compound, 

(c) systematically scoring a plurality of any sYiid changed characteristics to 
establish a phenotypic profile for said compound, an<] 

(d) comparing said profile with a library of referenced profiles, wherein said 
library of referenced profiles is obtainable by carryinglout the method in accordance 
with any one of claims 88, 91 or 94. 
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99. A method of finding a biochemical pathway in which a compound 
known to have pharmacological activity acts which method comprises the steps of: 

(a) exposing a nematode worm to the known compound, measuring any changes 
in the identifiable characteristics of said worm as a result of exposure to said 
compound, 

(b) measuring any changes in the identifiable characteristics of said worm as a 
result of exposure to said compound, 

(c) systematically scoring a plurality of any said changed characteristics to 
establish a phenotypic profile for said compound, and 

(d) comparing said profile wkh a library of reference profiles, said library of 
reference profiles being obtainable bj\the method of any one of claims 88, 91 or 94. 

100. A method of finding a potential new medicinal indication for a 
compound of known pharmaceutical activity which method comprises the steps of: 

(a) exposing an nematode worm towhe knownVopipetlnd, 

(b) measuring any changeslin thejjliWifiable characteristics of said worm as a 
result of exposure to said compound^ 

(c) systematically scoring a Plurality df any said ^hanged characteristics to 
establish a phenotypic profile for saia compound, and 

(d) comparing said profile with a librarwpf reference profiles, said library of 
reference profiles being obtainable by the methoM of any one of claims 88, 91 or 94. 



101. A method of identifying the mechamsm of action of any side effects 
associated with a compound of known pharmaceutical activity which method comprises 
25 the steps of: 

(a) exposing a nematode worm to the known &cJ|mpound, 

(b) measuring any changes in the identifiable cljJ^racteristics of said worm as a 
result of exposure to said compound, 

(c) systematically scoring a plurality of any said ^flpnged characteristics to 
30 establish a phenotypic profile for said compound, and 

(d) comparing said profile with a library of referenfc&profiles, said library of 
reference profiles being obtainable by the method of any onelof claims 88, 91 or 94. 
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102. A method of attributing a particular gene to a particular biochemical 
pathway in G elegans which method comprises the steps of: 

(a) exposing a nematodjp worm to a compound known to operate in a particular 
biochemical pathway, 

5 (b) measuring any changes in the identifiable characteristics of said worm as a 

result of exposure to said compound, 

(c) systemically scoring a plurality of any said changed characteristics to 
establish a phenotypic profile for saidcompound, and 

(d) comparing said profib^with a librafcv of reference phenotypic profiles, said 
10 library of reference profiles being obtainable by carrying out the method in accordance 

with any one of claims 88, 91 oi\94. 

103. A method as clainfedi^aEa^OTeof claims 96 to 102 wherein said 
nematode worm is selected from \fe^Ut^e\G elegans, k mutant C elegans comprising 

15 one or more mutations, a G elegan^ carrying^ reporter gene or a transgenic C elegans. 

\ 

104. A method as claimed ip claim 1^3 wherein said transgenic C elegans 
expresses a human gene. 

20 1 05. A method of establishing a phenotypic profile for a nematode worm 

which method comprises measuring and scoring at least three, preferably at least six 
and more preferably at least ten Characteristics of said worm which are not exhibited by 
wild-type worms. 

to 

25 106. A method a(s claimed in claim 105 wherein said characteristics not 

exhibited by wild-type worms are selected from the list shown in Table 1 . 



30 



107. A method as claimed in cmilnToS^or claim 106 which comprises 
measuring and scoring changes in t^cyor more characteristics selected from the group 
consisting of: viability, life cycle, body sha 
mechanotransduction, pharynx pv 



lent behaviour, 
ecatior and fertility. 
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108. A method as claimed in any one of claims 105 to 107 wherein said 
phenotypic profile is established for a nematode worm which is selected from a worm 
having one or more mutations, a worm which has been exposed to a compound or 
combination of compounds, a transgenic worm, a worm carrying a reporter gene or a 
worm which has been exposed to am environmental change. 



10 



109. A method as claimed\in claim 108 wherein said transgenic worm 
comprises a human gene. 

110. A method as claimed i\i claim 108 wherein said compound has known 
pharmacological activity. 



111. A method as claimed in claim 1 OJS^wherein said compound is known to 
be active in a particular biochemical pathway. 



15 112. A method as cldimfed inclkira^ttJ^Twherecin said compound or 

combination of compounds isffoma combinatorial libnry of compounds. 

113. A compound whiah has potential therapei itic 



activity in a mammal which has bhfa identified in a me 
20 claims 71 to 81 or 96 to 104. 



lod as claimed in any one of 



114. A library of nematode worms Obtainable by a method as claimed in any 
one of claims 87 to 95. 



25 1 15. A library as claimed in claim 1 14\wherein said nematode worm is C. 

elegans. 



